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SEQUENCE PROTOCOL 



<110> Sedlacek, et al . 

<120> Spermatogenesis Protein 

<130> 4121-125 

<14 0> PCT/DE99/03972 

<141> 1999-12-08 

<150> DE 198 56 882.7 

<151> 1998-12-10 

<160> 7 

<170> Patentln Ver. 2.1. 



<210> 1 

<211> 1618 

<212> DNA 

<213> Human 

<220> 

<221> CDS 

<222> (113) . . (1087) 



<400> 



agagcccggg gcgagtgggc ctctgctcgt gggtggttct cgtggaggtc agctcccgcg 60 

tgtctccgct cgacagggtg cttgggcaga gcccatcggg taggcgcggg cc atg 115 

Met 
1 

gcg cag tac aag ggc acc atg cgc gag gca ggc cgt gcc atg cac etc 163 
Ala Gin Tyr Lys Gly Thr Met Arg Glu Ala Gly Arg Ala Met His Leu 
5 10 15 

etc aag aag cgc gaa agg cag egg gag cag atg gag gtg ctg aag cag 211 
Leu Lys Lys Arg Glu Arg Gin Arg Glu Gin Met Glu Val Leu Lys Gin 
20 25 30 

cgc ate gcc gag gag acc ate etc aag teg cag gtg gac aag agg ttc 259 
Arg lie Ala Glu Glu Thr lie Leu Lys Ser Gin Val Asp Lys Arg Phe 
35 40 45 

teg gcg cat tac gac gcc gtg gag gcc gag ctg aag tec age acg gtg 3 07 

Ser Ala His Tyr Asp Ala Val Glu Ala Glu Leu Lys Ser Ser Thr Val 
50 55 60 65 



tijji "yj) ar^i ^ ~zj u..m 



ggc ctg gtg acc ctg aac gac atg aag gcc egg cag gag gec ctg gtc 355 
Gly Leu Val Thr Leu Asn Asp Met Lys Ala Arg Gin Glu Ala Leu Val 
70 75 80 

agg gag cgc gag egg cag ctg gcc aag cgc cag cac ctg gag gag cag 4 03 

Arg Glu Arg Glu Arg Gin Leu Ala Lys Arg Gin His Leu Glu Glu Gin 
85 90 95 



egg ctg cag cag gag egg cag egg gag cag gag cag egg cgc gag cgc 451 

Arg Leu Gin Gin Glu Arg Gin Arg Glu Gin Glu Gin Arg Arg Glu Arg 
100 105 110 

aag cgt aag ate tec tgc ctg tec ttt gca eta gac gac etc gat gac 4 99 

Lys Arg Lys lie Ser Cys Leu Ser Phe Ala Leu Asp Asp Leu Asp Asp 
115 120 125 

cag gcc gac gcg gcc gag gcc agg cgc gcc gga aac ctg ggc aag aac 547 

Gin Ala Asp Ala Ala Glu Ala Arg Arg Ala Gly Asn Leu Gly Lys Asn 
130 135 140 145 

ccc gac gtg gac acc age ttc ctg cca gac cgc gac cgc gag gag gag 595 

Pro Asp Val Asp Thr Ser Phe Leu Pro Asp Arg Asp Arg Glu Glu Glu 
150 155 160 

gag aac egg etc cga gag gag ctg cgc caa gag tgg gag gcg cag cgc 643 

Glu Asn Arg Leu Arg Glu Glu Leu Arg Gin Glu Trp Glu Ala Gin Arg 

165 170 175 

gag aaa gtg aag gac gag gag atg gag gtc acc ttc age tac tgg gac 691 

Glu Lys Val Lys Asp Glu Glu Met Glu Val Thr Phe Ser Tyr Trp Asp 
180 185 190 

ggc teg ggc cac egg cgc acg gtg egg gtg cgc aag ggc aac acg gtg 73 9 

Gly Ser Gly His Arg Arg Thr Val Arg Val Arg Lys Gly Asn Thr Val 
195 200 205 

cag cag ttc ctg aag aag gcg ctg cag ggg ctg cgc aag gac ttc ctg 787 

Gin Gin Phe Leu Lys Lys Ala Leu Gin Gly Leu Arg Lys Asp Phe Leu 
210 215 220 225 

gag ctg cgc tec gcc ggc gtg gag cag etc atg ttc ate aag gag gac 835 

Glu Leu Arg Ser Ala Gly Val Glu Gin Leu Met Phe lie Lys Glu Asp 
230 235 240 

etc ate ctg ccg cac tac cac acc ttc tac gac ttc ate ate gcc agg 883 

Leu lie Leu Pro His Tyr His Thr Phe Tyr Asp Phe lie lie Ala Arg 

245 250 255 

gcg agg ggc aag age ggg ccg etc ttc age ttc gat gtg cac gat gac 931 

Ala Arg Gly Lys Ser Gly Pro Leu Phe Ser Phe Asp Val His Asp Asp 
260 265 270 

gtg cgc ctg etc age gac gcc acc atg gag aag gac gag teg cac gcg 97 9 

Val Arg Leu Leu Ser Asp Ala Thr Met Glu Lys Asp Glu Ser His Ala 
275 280 285 



2 



ggc aag gtg gtg ctg cgc age tgg tac gag aag aac aag cac ate ttc 
Gly Lys Val Val Leu Arg Ser Trp Tyr Glu Lys Asn Lys His lie Phe 
290 295 300 305 

ccc gec age cgc tgg gag gee tat gac ccc gag aag aag tgg gac aag 
Pro Ala Ser Arg Trp Glu Ala Tyr Asp Pro Glu Lys Lys Trp Asp Lys 
310 315 320 

tac acc ate cgc taacacccgc ctgccagagc ggaaaccggg ggtgggggga 
Tyr Thr lie Arg 
325 

gacactcatt tctaggcccc atcaccagtc acttgatttc gtgaccttga tttcttcccc 
caaatttaat aaagacagag ggttctcatg attcacattg gttgtgctat tgctgatgtt 
atgctttggt tgcttggttg gtcttttctg agtattttag tgttgccacc tggatttget 
geattgetet gctgagctgt attgaaacca tgactgggcc cactgtcaga cagaaattag 
aataggaggc acatttttta cctggtggtt atgagcatgg acttgggggc cacagtgact 
gagtttgatt cccgacacag cctcctcctt gctgtgtagt tttgggtaag cttattaaac 
ccccatgcct cagtttggtc acctgtaaaa ggaaataaca agagcactta ctttataaga 
ttgatgtgag tattaagtga attaatattt gtaaaacget tagctcttaa taaatgtttc 
tgttgttatt a 



<210> 2 

<211> 325 

<212> PRT 

<213> Human 

<400> 2 



Met Ala Gin Tyr Lys 
1 5 

Leu Leu Lys Lys Arg 
20 

Gin Arg lie Ala Glu 
35 

Phe Ser Ala His Tyr 
50 

Val Gly Leu Val Thr 
65 



Gly Thr Met Arg Glu Ala 
10 

Glu Arg Gin Arg Glu Gin 
25 

Glu Thr lie Leu Lys Ser 
40 

Asp Ala Val Glu Ala Glu 
55 

Leu Asn Asp Met Lys Ala 
70 75 



Gly Arg Ala Met His 
15 

Met Glu Val Leu Lys 
30 

Gin Val Asp Lys Arg 
45 

Leu Lys Ser Ser Thr 
60 

Arg Gin Glu Ala Leu 
80 



Val Arg Glu Arg Glu Arg Gin Leu Ala Lys Arg Gin His Leu Glu Glu 



85 



90 



95 



Gin Arg Leu Gin Gin Glu Arg Gin Arg Glu Gin Glu Gin Arg Arg Glu 
100 105 110 

Arg Lys Arg Lys lie Ser Cys Leu Ser Phe Ala Leu Asp Asp Leu Asp 
115 120 125 

Asp Gin Ala Asp Ala Ala Glu Ala Arg Arg Ala Gly Asn Leu Gly Lys 
130 135 140 

Asn Pro Asp Val Asp Thr Ser Phe Leu Pro Asp Arg Asp Arg Glu Glu 
145 150 155 160 

Glu Glu Asn Arg Leu Arg Glu Glu Leu Arg Gin Glu Trp Glu Ala Gin 
165 170 175 

Arg Glu Lys Val Lys Asp Glu Glu Met Glu Val Thr Phe Ser Tyr Trp 
180 185 190 

Asp Gly Ser Gly His Arg Arg Thr Val Arg Val Arg Lys Gly Asn Thr 
195 200 205 

Val Gin Gin Phe Leu Lys Lys Ala Leu Gin Gly Leu Arg Lys Asp Phe 
210 215 220 

Leu Glu Leu Arg Ser Ala Gly Val Glu Gin Leu Met Phe lie Lys Glu 
225 230 235 240 

Asp Leu lie Leu Pro His Tyr His Thr Phe Tyr Asp Phe lie lie Ala 



Arg Ala Arg Gly Lys Ser Gly Pro Leu Phe Ser Phe Asp Val His Asp 
260 265 270 

Asp Val Arg Leu Leu Ser Asp Ala Thr Met Glu Lys Asp Glu Ser His 
275 280 285 

Ala Gly Lys Val Val Leu Arg Ser Trp Tyr Glu Lys Asn Lys His lie 
290 295 300 

Phe Pro Ala Ser Arg Trp Glu Ala Tyr Asp Pro Glu Lys Lys Trp Asp 
305 310 315 320 

Lys Tyr Thr lie Arg 



245 



250 



255 



325 



<210> 
<211> 
<212> 
<213> 



3 

2875 

DNA 

Human 



<400> 



3 



gaaacggtca cgaaacatga actggtctgc cctgctcttg gagagttaca gtggaaactg 



60 



4 



gcatgttaga 


ggctcacagt 


aaagacactg 


ctacacttta 


actcagtgtc 


ccatggttat 


120 


tagagcttag 


aacccggggg 


aaactgctgt 


atagaagagg 


tcaaacaagc 


tgagtgcagg 


180 


ttttgtcacg 


aaactggggg 


gcgagtaggg 


ttctattatc 


aaagaatggt 


tgtgttgggg 


240 


ccataagaaa 


gaattacagg 


cagtggtgcg 


caggtaatgt 


tcacgagacg 


ccacagcggg 


300 


gtagcatcag 


aggcgggagg 


aggagggttg 


gagagcaggg 


ccgtgttgca 


aggctctctg 


360 


ggtggccaca 


gcagcttgcg 


ctgcgcccac 


attgcttctg 


cgtgtttaca 


gctgggcacg 


420 


agaaggctca 


gcacgcacgc 


acagcaggtg 


ggggcccgcc 


ctgcccacag 


cgtgaaaaca 


480 


ggagccccgg 


ccagccacgg 


ctgggcaggg 


ccagaagcgc 


ctcctccagg 


atcctccccg 


540 


cgctggcccg 


ccccacagga 


gcaccgcccc 


taccaggagc 


ccggagctct 


tcccagggcc 


600 


cgcctccccg 


ccagggggcg 


atccacctcc 


acttcctgtt 


tccgcagccg 


ccctaccagg 


660 


agcctggcac 


tctcctcagg 


gcccgcctcc 


ccgccagggg 


gcgcaccgcc 


tccacttcct 


720 


gtgtccacgg 


ctgtcgcgag 


agcccggggc 


gagtgggcct 


ctgctcgtgg 


gtggttctcg 


780 


tggaggtcag 


ctcccgcgtg 


tctccgctcg 


acagggtgct 


tgggcaggta 


agggtccgct 


840 


cagtagccca 


accctctctg 


tatgcagctc 


cccaaattca 


gcgctgcgct 


caggcatggc 


900 


agccacccgt 


tacgtggggc 


cgttcgcatt 


tgcatttatt 


gaggtcaaat 


aaaatgctgg 


960 


aaattggtgc 


ctggtgacac 


tgtcaggttg 


gtggttaccc 


tagcaggtcg 


gcccagcccc 


1020 


tgaacgcttc 


catcactgcc 


gaaagccctg 


tgaggaggcg 


cagagctgag 


cattccccgc 


1080 


cgttgcgtgg 


gcccccctct 


acctgccgcg 


tttttcctct 


ttgctgcaga 


gcccatcggg 


1140 


taggcgcggg 


ccatggcgca 


gtacaagggc 


accatgcgcg 


aggcaggccg 


tgccatgcac 


1200 


ctcctcaaga 


agcgcgaaag 


gcagcgggag 


cagatggagg 


tgctgaagca 


gcgcatcgcc 


1260 


gaggagacca 


tcctcaagtc 


gcaggtggac 


aagaggttct 


cggcgcatta 


cgacgccgtg 


1320 


gaggccgagc 


tgaagtccag 


cacggtgggc 


ctggtgaccc 


tgaacgacat 


gaaggcccgg 


1380 


caggaggccc 


tggtcaggga 


gcgcgagcgg 


cagctggcca 


agcgccagca 


cctggaggag 


1440 


cagcggctgc 


agcaggagcg 


gcagcgggag 


caggagcagc 


ggcgcgagcg 


caagcgtaag 


1500 


atctcctgcc 


tgtcctttgc 


actagacgac 


ctcgatgacc 


aggccgacgc 


ggccgaggcc 


1560 


aggcgcgccg 


gaaacctggg 


caagaacccc 


gacgtggaca 


ccagcttcct 


gccagaccgc 


1620 


gaccgcgagg 


aggaggagaa 


ccggctccga 


gaggagctgc 


gccaagagtg 


99&99cgcag 


1680 


cgcgagaaag 


tgaaggacga 


ggagatggag 


gtcaccttca 


gctactggga 


cggctcgggc 


1740 



5 
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caccggcgca 


cggtgcgggt 


gcgcaagggc 


aacacggtgc 


agcagttcct 


gaagaaggcg 


1800 


ctgcaggggc 


tgcgcaagga 


cttcctggag 


ctgcgctccg 


ccggcgtgga 


gcagctcatg 


1860 


ttcatcaagg 


aggacctcat 


cctgccgcac 


taccacacct 


tctacgactt 


catcatcgcc 


1920 


agggcgaggg 


gcaagagcgg 


gccgctcttc 


agcttcgatg 


tgcacgatga 


cgtgcgcctg 


1980 


ctcagcgacg 


ccaccatgga 


gaaggacgag 


tcgcacgcgg 


gcaaggtggt 


gctgcgcagc 


2040 


tggtacgaga 


agaacaagca 


catcttcccc 


gccagccgct 


gggaggccta 


tgaccccgag 


2100 


aagaagtggg 


acaagtacac 


catccgctaa 


cacccgcctg 


ccagagcgga 


aaccgggggt 


2160 


ggggggagac 


actcatttct 


aggccccatc 


accagtcact 


tgatttcgtg 


accttgattt 


2220 


cttcccccaa 


atttaataaa 


gacagagggt 


tctcatgatt 


cacattggtt 


gtgctattgc 


2280 


tgatgttatg 


ctttggttgc 


ttggttggtc 


ttttctgagt 


attttagtgt 


tgccacctgg 


2340 


atttgctgca 


ttgctctgct 


gagctgtatt 


gaaaccatga 


ctgggcccac 


tgtcagacag 


2400 


aaattagaat 


aggaggcaca 


ttttttacct 


ggtggttatg 


agcatggact 


tgggggccac 


2460 


agtgactgag 


tttgattccc 


gacacagcct 


cctccttgct 


gtgtagtttt 


gggtaagctt 


2520 


attaaacccc 


catgcctcag 


tttggtcacc 


tgtaaaagga 


aataacaaga 


gcacttactt 


2580 


tataagattg 


atgtgagtat 


taagtgaatt 


aatatttgta 


aaacgcttag 


ctcttaataa 


2640 


atgtttctgt 


tgttattatt 


atggttttgg 


ttaatttatt 


taaaggactg 


caatgaccta 


2700 


gttcagaact 


atttgagggc 


aaaggtggac 


ctgcccatca 


ctggtcccag 


gatcagcagt 


2760 


tgccagcagg 


agggggctag 


caaaggttgg 


ggagcagccc 


ccctctagtg 


ggctttagct 


2820 


gggttgttta 


gcccagaagt 


taggaggaca 


gtgagctaat 


gcaagtagcc 


tgcag 


2875 



<210> 4 

<211> 1217 

<212> DNA 

<213> Mouse 

<220> 

<221> CDS 

<222> (137) . . (1138) 

<400> 4 



attcgcaaaa gcaccagaag gaagagtctt ggctcataca tcaaaagctg cagaatctgt 60 
gaactgacat cagacccaga aggctaccag aaacagggac tgggcaggcc aaaaagcctt 120 
gcgctgaact gcaggc atg gcg cag tac aaa ggc acc atg egg gaa get 169 



6 



Met Ala Gin Tyr Lys Gly Thr Met Arg Glu Ala 
15 10 

ggc egg gec atg cac ctg ate aag aag cgt gag aag cag aag gag cag 217 
Gly Arg Ala Met His Leu lie Lys Lys Arg Glu Lys Gin Lys Glu Gin 
15 20 25 

atg gag gtg ctg aag cag cgc ate gca gag gag ace ate atg aag tea 265 
Met Glu Val Leu Lys Gin Arg lie Ala Glu Glu Thr lie Met Lys Ser 
30 35 40 

aaa gtg gac aag aag ttc teg gca cac tac gac gee gtg gag gee gag 313 
Lys Val Asp Lys Lys Phe Ser Ala His Tyr Asp Ala Val Glu Ala Glu 
45 50 55 

ctg aag tec agt acg gtg ggc ctg gtg ace ctg aat gac atg aag gee 361 
Leu Lys Ser Ser Thr Val Gly Leu Val Thr Leu Asn Asp Met Lys Ala 
60 65 70 75 

aag cag gag gec ctg ctg agg gag egg gag atg cag ctg gec aag agg 4 09 

Lys Gin Glu Ala Leu Leu Arg Glu Arg Glu Met Gin Leu Ala Lys Arg 
80 85 90 

gag cag ctg gag caa cgc egg ata cag ctg gag atg ctg cgc gag aag 457 
Glu Gin Leu Glu Gin Arg Arg lie Gin Leu Glu Met Leu Arg Glu Lys 
95 100 105 

gag cga agg cga gag cgc aag cgc aag ate tec aac ctg tct ttc acg 505 
Glu Arg Arg Arg Glu Arg Lys Arg Lys lie Ser Asn Leu Ser Phe Thr 
110 115 120 

ttg gac gag gaa gaa ggt gac caa gag gac age cgc caa gec gag agt 553 
Leu Asp Glu Glu Glu Gly Asp Gin Glu Asp Ser Arg Gin Ala Glu Ser 
125 130 135 

gec gag gec cac agt get gga gec aag aag aac ttg ggc aag aat ccc 601 
Ala Glu Ala His Ser Ala Gly Ala Lys Lys Asn Leu Gly Lys Asn Pro 
140 145 150 155 

gat gtg gac acg age ttc ctg ccc gac cgc gag cgc gag gag gag gag 64 9 

Asp Val Asp Thr Ser Phe Leu Pro Asp Arg Glu Arg Glu Glu Glu Glu 
160 165 170 

aac egg ttg cgc gag gaa ctg egg cag gag tgg gag gcg aag cgc gag 697 
Asn Arg Leu Arg Glu Glu Leu Arg Gin Glu Trp Glu Ala Lys Arg Glu 
175 180 185 

aag gtg aag ggc gag gag gtg gag ate ace ttc age tac tgg gat ggc 745 
Lys Val Lys Gly Glu Glu Val Glu lie Thr Phe Ser Tyr Trp Asp Gly 
190 195 200 

tec ggc cac egg cgc acg gtg cgc atg age aag ggc age acg gtg cag 793 
Ser Gly His Arg Arg Thr Val Arg Met Ser Lys Gly Ser Thr Val Gin 
205 210 215 

cag ttc ctg aag egg gcg ctg cag ggg ctg cgc agg gac ttc egg gag 841 
Gin Phe Leu Lys Arg Ala Leu Gin Gly Leu Arg Arg Asp Phe Arg Glu 



7 
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220 225 230 235 

ctg egg gca gcg ggc gtg gag cag etc atg tac gtc aag gag gat etc 
Leu Arg Ala Ala Gly Val Glu Gin Leu Met Tyr Val Lys Glu Asp Leu 
240 245 250 



ate ctg ccg cac tat cac acc ttc tac gac ttc ate gtg gee aaa gee 
lie Leu Pro His Tyr His Thr Phe Tyr Asp Phe lie Val Ala Lys Ala 
255 260 265 

egg ggc aag age ggc ccg etc ttc age ttc gac gtg cac gac gat gtg 
Arg Gly Lys Ser Gly Pro Leu Phe Ser Phe Asp Val His Asp Asp Val 
270 275 280 

egg ctg ctg age gat gee acg atg gag aaa gat gag tea cac gcg ggc 
Arg Leu Leu Ser Asp Ala Thr Met Glu Lys Asp Glu Ser His Ala Gly 
285 290 295 

aag gtg gtg ctt cgc age tgg tac gag aag aac aag cac ate ttc cct 
Lys Val Val Leu Arg Ser Trp Tyr Glu Lys Asn Lys His lie Phe Pro 
300 305 310 315 

gee age cgc tgg gag ccc tac gac ccc gag aag aag tgg gac agg tac 
Ala Ser Arg Trp Glu Pro Tyr Asp Pro Glu Lys Lys Trp Asp Arg Tyr 
320 325 330 

acc ate egg tgatgccaag tcccagtttg gggaccttac tccctaacta 
Thr lie Arg 



tcgaaaatta ataaatacag agggtccccg taaatcgga 



<210> 5 

<211> 334 

<212> PRT 

<213> Mouse 

<400> 5 



Met Ala Gin Tyr Lys Gly Thr Met Arg Glu Ala Gly Arg Ala Met His 
15 10 15 

Leu lie Lys Lys Arg Glu Lys Gin Lys Glu Gin Met Glu Val Leu Lys 
20 25 30 

Gin Arg lie Ala Glu Glu Thr lie Met Lys Ser Lys Val Asp Lys Lys 
35 40 45 

Phe Ser Ala His Tyr Asp Ala Val Glu Ala Glu Leu Lys Ser Ser Thr 
50 55 60 

Val Gly Leu Val Thr Leu Asn Asp Met Lys Ala Lys Gin Glu Ala Leu 
65 70 75 80 



8 



Leu Arg Glu Arg Glu Met Gin Leu Ala Lys Arg Glu Gin Leu Glu Gin 
85 90 95 



Arg Arg lie Gin Leu Glu Met Leu Arg Glu Lys Glu Arg Arg Arg Glu 
100 105 110 

Arg Lys Arg Lys lie Ser Asn Leu Ser Phe Thr Leu Asp Glu Glu Glu 
115 120 125 

Gly Asp Gin Glu Asp Ser Arg Gin Ala Glu Ser Ala Glu Ala His Ser 
130 135 140 

Ala Gly Ala Lys Lys Asn Leu Gly Lys Asn Pro Asp Val Asp Thr Ser 



Phe Leu Pro Asp Arg Glu Arg Glu Glu Glu Glu Asn Arg Leu Arg Glu 
165 170 175 

Glu Leu Arg Gin Glu Trp Glu Ala Lys Arg Glu Lys Val Lys Gly Glu 
180 185 190 

Glu Val Glu lie Thr Phe Ser Tyr Trp Asp Gly Ser Gly His Arg Arg 
195 200 205 

Thr Val Arg Met Ser Lys Gly Ser Thr Val Gin Gin Phe Leu Lys Arg 
210 215 220 

Ala Leu Gin Gly Leu Arg Arg Asp Phe Arg Glu Leu Arg Ala Ala Gly 
225 230 235 240 

Val Glu Gin Leu Met Tyr Val Lys Glu Asp Leu lie Leu Pro His Tyr 
245 250 255 

His Thr Phe Tyr Asp Phe lie Val Ala Lys Ala Arg Gly Lys Ser Gly 
260 265 270 

Pro Leu Phe Ser Phe Asp Val His Asp Asp Val Arg Leu Leu Ser Asp 
275 280 285 

Ala Thr Met Glu Lys Asp Glu Ser His Ala Gly Lys Val Val Leu Arg 
290 295 300 

Ser Trp Tyr Glu Lys Asn Lys His lie Phe Pro Ala Ser Arg Trp Glu 
305 310 315 320 

Pro Tyr Asp Pro Glu Lys Lys Trp Asp Arg Tyr Thr lie Arg 



145 



150 



155 



160 



325 



330 



<210> 
<211> 
<212> 
<213> 



1232 

DNA 

Maus 



6 
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<400> 6 

ctaaaacctg aaagttattc tgatcaacca tactatacca catgcaaaat ggagtcagag 60 

ctttctgtct cctctgtagc taagatcact aatgagttat tgtatgaaaa ggcaataaaa 120 

tcatgctgtc tggagagtgc caatactttc agactagtgt atcacgtaaa ctctttagta 180 

acaacctaca cacaaaaatt taatctgtaa taatcaaagg cccaagtgag caacgacagt 240 

ccaggaaaac ttcatgggag gattgcattt cagttgtcag gagatcagac gctggcagca 300 

ggactgcatc catcagtcag tccaagtcgg cagttataca tgaccaccac ctgattggcc 360 

caatctctgt cctgattggt tagagcctgc cctagcagtt ggccaatgtt ttgcatattt 420 

tctgtgtcag ttagaacaaa caatattcgc aaaagcacca gaaggaagag tcttggctca 4 80 

tacatcaaaa ggtgagggga ctggcttgaa tccagctggg gcagatgtgg gaggtacagc 54 0 

tctttaaact cgagtaaaac caattgtgaa gggagttgaa tgttagagga aaggaatttg 600 

tccattatcc tgcaagcagg ggagactaat gagccctatc ggtgacataa tatcaacatt 660 

tttattgtaa tttaggaatc acaaactagc aggaaggagg aagatgcctt aaagggctat 720 

gacatatgca ctaggaaaat agaaattggg gcttgttctc tctattggtt gcttttcact 780 

gctgtgtcaa aagcaaccta aggaggagga aagggtttat tttgattgac tgtttgactc 840 

acatttaatc ctgacagcaa gttggcagaa gcacggagtc atgttgtttc tgtagtcaga 900 

aagccgagca agataaggac tgcgttcatc tgcctttccc tatttctcct ttctactagg 960 

tctgagactc acgcccatgg gcatggtaag gccatgttca agatggtttg tctttcctca 1020 

gttaaatctt tctgaaaata ctcccaccag acaacatgcc aagagctgtg tatcctaagg 1080 

ttccaaatcc tgttagttga caagattaac cattacatga gtctcacctc cttaactcag 1140 

gtctgatact gttagcttat agtactgaaa gcatactgaa ggcttcttgt ctctgctaga 12 00 

ttgctctgaa ctcctctttt ctgccactgc ag 1232 



<210> 7 

<211> 3007 

<212> DNA 

<213> Mouse 



<400> 



10 



gaattcaaac 


aagccaggga 


gcagcatgag 


ctttaaagca 


gcttgcgata 


tcaaagaaaa 


60 


gaaagatgct 


acggaaatgg 


cgaggaaaca 


tttagacctt 


tggaatgaca 


tggaatgtca 


120 


gagcaaagca 


ctgtttggga 


gctatgcggt 


gaaatggtgt 


cctcagggga 


aacaagaggg 


180 


tttgggggac 


cagtttggag 


tttggaaaga 


gtttgataag 


aggatgccag 


ctgttcatgg 


240 


gaatgagagt 


ccaccgagta 


aagaaggagc 


tacagaaggg 


ttgggaggca 


ctcgtagaga 


300 


gcggtcaatt 


caagttgagt 


ccagttaaat 


taagagatct 


ctcttttccc 


ttgactgaag 


360 


cacagagaaa 


acactttgta 


cttggcccat 


ctctgttgca 


tgcagttccc 


ctgatgtctt 


420 


gtttctcacg 


gcaagggagg 


gagagctcag 


agttcttttg 


tgtactttag 


cactgacaca 


480 


aagtgagttc 


cactaaaact 


ccatgcaaaa 


atcgttccta 


agacttgtgc 


taggatgaaa 


540 


gctccttggg 


atctgccaag 


accataacat 


taacgggagc 


ttaacctagc 


atcatcaccc 


600 


tccaggtgca 


cgtaggggaa 


gctttcaagg 


actctttttc 


tttccttgct 


tctgtcctgc 


660 


aggagtgggg 


tccaacaagg 


gcaggtacta 


tcctaaaagg 


ccaacccccc 


tcatcaggag 


720 


acacggtttt 


ccacttgacc 


ccagcttcac 


tgtggctagt 


tctcaggaac 


ccaggcccag 


780 


gctctctcat 


tgctctgctc 


ttgcatggct 


gtgcatgagc 


agacacgggc 


agcatgtggt 


840 


ttgctctgca 


gaccaacctc 


tacatgcaaa 


cccctcaaaa 


cctactgtac 


taactcagta 


900 


gtcacatgag 


gctatctcag 


tttgaagtaa 


aattgctccg 


ttggtgacag 


tagttgcatt 


960 


tcaagtactg 


aggggccttc 


tgtgatcagt 


agttaccaca 


tcgggtcacc 


ctggagacag 


1020 


actcatcaga 


gaggaagctc 


cattgtaggg 


ctctggtgta 


gaccattaat 


gacgcagctg 


1080 


tactggtttg 


attctcgagc 


gttttgttta 


gttgttgttt 


gtttgtttgt 


tcctagctgc 


1140 


agaatctgtg 


aactgacatc 


agacccagaa 


ggctaccaga 


aacagggact 


gggcaggcca 


1200 


aaaagccttg 


cgctgaactg 


caggcatggc 


gcagtacaaa 


ggcaccatgc 


gggaagctgg 


1260 


ccgggccatg 


cacctgatca 


agaagcgtga 


gaagcagaag 


gagcagatgg 


aggtgctgaa 


1320 


gcagcgcatc 


gcagaggaga 


ccatcatgaa 


gtcaaaagtg 


gacaagaagt 


tctcggcaca 


1380 


ctacgacgcc 


gtggaggccg 


agctgaagtc 


cagtacggtg 


ggcctggtga 


ccctgaatga 


1440 


catgaaggcc 


aagcaggagg 


ccctgctgag 


ggagcgggag 


atgcagctgg 


ccaagaggga 


1500 


gcagctggag 


caacgccgga 


tacagctgga 


gatgctgcgc 


gagaaggagc 


gaaggcgaga 


1560 


gcgcaagcgc 


aagatctcca 


acctgtcttt 


cacgttggac 


gaggaagaag 


gtgaccaaga 


1620 


ggacagccgc 


caagccgaga 


gtgccgaggc 


ccacagtgct 


ggagccaaga 


agaacttggg 


1680 


caagaatccc 


gatgtggaca 


cgagcttcct 


gcccgaccgc 


gagcgcgagg 


aggaggagaa 


1740 



11 



ccggttgcgc 


gaggaactgc 


ggcaggagtg 


ggaggcgaag 


cgcgagaagg 


tgaagggcga 


1800 


ggaggtggag 


atcaccttca 


gctactggga 


tggctccggc 


caccggcgca 


cggtgcgcat 


1860 


gagcaagggc 


agcacggtgc 


agcagttcct 


gaagcgggcg 


ctgcaggggc 


tgcgcaggga 


1920 


cttccgggag 


ctgcgggcag 


cgggcgtgga 


gcagctcatg 


tacgtcaagg 


aggatctcat 


1980 


cctgccgcac 


tatcacacct 


tctacgactt 


catcgtggcc 


aaagcccggg 


gcaagagcgg 


2040 


cccgctcttc 


agcttcgacg 


tgcacgacga 


tgtgcggctg 


ctgagcgatg 


ccacgatgga 


2100 


gaaagatgag 


tcacacgcgg 


gcaaggtggt 


gcttcgcagc 


tggtacgaga 


agaacaagca 


2160 


catcttccct 


gccagccgct 


gggagcccta 


cgaccccgag 


aagaagtggg 


acaggtacac 


2220 


catccggtga 


tgccaagtcc 


cagtttgggg 


accttactcc 


ctaactatcg 


aaaattaata 


2280 


aatacagagg 


gtccccgtaa 


atcggatgtg 


ttggttctgt 


acctggcgtc 


attcttcggt 


2340 


gtttttaatg 


tttctgtttg 


tggctccttt 


gtgttctgtg 


tgaaaaggga 


catgtttttg 


2400 


actaagtggg 


ttgtgcacat 


tagcttggtg 


ggccagcaga 


ctgggtttga 


ttttcttgct 


2460 


caatgtctta 


cttgtgttgt 


gagcaaaatc 


attgcggtca 


attgactcct 


tttccccacc 


2520 


tatacaagga 


agttacaccc 


cttcaggcca 


gcgtgaggag 


tgagttaata 


tttgtaaaca 


2580 


cttggaactc 


actcagtaaa 


tgcctgctgt 


ttttgtgggc 


ctggttgctt 


tactaaagaa 


2640 


tgcctacgcg 


atccatctct 


gaaatgtcaa 


aaccagggta 


gacctgcata 


tgtcattggt 


2700 


ttcagggtca 


gtcggtgcct 


gaaagctggt 


gtacagctta 


taagatcgga 


ggcgcttatt 


2760 


tttcttatct 


tcacccaaag 


ctcacatcta 


catggcaaga 


ttctaaatcc 


cgccctttaa 


2820 


gtttgtatat 


gttattcatt 


gttgagtgtt 


ttgttaattt 


tcacttaaaa 


acgtctaaaa 


2880 


tacagtgcat 


ctctttcacg 


gattttttta 


agttacccct 


tttatgttaa 


agaccaagac 


2940 


ttatactttg 


gatctcttgc 


tctgtttctg 


gcgctgagta 


cttgcgccag 


cccaagaaca 


3000 


tgaattc 
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